Human 
Murine 



MSAGDAVCTGWLVKSPPERKLQRYAWRKRWFVLRRGRMSGNPDVIiEYYBMKHSSKP IRVI 60 
MS TGDTVCMGWL IKSP P ERKLQRYA5VRKRWFVLRP.GRMS GN PDVLE YYRNKHSNKP IRV& 6 0 



**-**. *•* * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * ******* * * * * * * 



Human 
Murine 



DLSECAVWKHVGPSFVRICEFQNNFVFIVKTTSRT^ 12 0 

DLSECTWKHAGPGFIRKEFQKNFVFIVKTTSRTFYLVAKTEEEMQVWVHSISQVCNFSH 12 0 

— 

****** **** ** *.************* * * it** **** * ***. -x ***** * * ** **** . * 
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LEDGADSMESLSYTPSSLQPSSASSLLTAHAASSSLPRDDPNTNAVATEETRSESELLFL 13 0 

LEDGADSMESLSHMPSSFQPSPASSLHTVHVANSALLKDDGNTNSWTEETRRESEFLFL 18 0 
************* ******* **** * * * *♦* . ** ***** ***** ******* 
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PDYLVLSNCETGRLHHTSLPTRCDSWSNSDRSLEQASFDDVFVDCLQPLPSSHLVHPSCH 24 0 

PDYLILSNCETGRLHHASLPTRCDSWSNSNHSLAQTSFDDVFLDGLQPFISNNLVHPLHH 24 0 
****.**********************'*** * ** ********.* ***. * .**** * 
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Human GSGAQEVPSSRPQAALIWSREINGPPRDH1SSSPLLESSLSSTIQVDKNQGSLPCGAKEL 300 

Murine G^SQDFPSIRPQASLIWNREINGPSRNLMSSSPLLESSLNPTVHVEEKQVSLPSGVKEL 30 0 
* . * • ** ******** ****** *• *********** *..*...* *** * *** 
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DIMSNtiPPPRPPKPjSHLSERRQEE--WSTHSGSKKPECTLVPRRISLSGLDNMRTWKADV 353 

NIMSNI |PPPRPPKP SYLSEQRQDQPLLTGHSSNKKPGYTMVPRRISLSGLDHVGSWKGDV 3 SO 
***** ****************-• • * * *** *************** •** ** 



pas? 



pS5? 



EGQSLRHRDKRLSLNLPCRFSPMYPTASASIEDSYVjPMSEjQAGASGLGPHCSPDDYIPMN 418 

QSQSLRHRDKRLSLNIFCKFS P^ 420 
************ *'* ************* * ********** ** * * * * * ****** 
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SGSISSPLPELPANLEPPPVNRDLKPtoRKSRPPPLDLRNLSIIREHASLTRTRTVPCSRT 473 

s SMLPELPADLEPPPVNRNLKPQRKSRPPPLDSRNLSriQEHTSLTRTYTVPCNRT 476 

* * -■ •* 

* * ***************************** ** ** *.******** -jf * ** * * 

pas? 

_ 1 1 ii . ii ] i . 1 • i i — r„r — f i r .- - 7 1 i — * - - m i - i n - 1 i 

S FLS PERNGINS ARFFANPySREDES^ S GALTWTK 527 

SFLSPQRNGINCARLFSTPSEI^ 53.6 



*****.***** ***** * 



★ . * * 



**.***. * **** **.*** 



SHP2 



SHP2 



KFSLDYLALDFNSASPAPMQQKLLLSEEQRVDYVQVDEQKTQALQSTKQEWTDERQSKV 58 6 

KFSLDYLALDFNSTSPAPVQKKLLLSEEQRVDYVQVDEQKTQAFRSTKQAWTDERQSKV 5 95 
************* * **** • * • *********************** . « **** ********* 
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Gab 3 
Gab2 
Gabl 



MS TG - - D - TVCMGWL IKS P PERKLQRYAWRKRWFVLRRGR 
MS GGGGDDWC TGWL RKSPP EKKLRRYAWKKRWF I LRS GR 
MSGG- - E- VVCSGWLRKS PPEKKLKRYAWKRRWFVLRSGR 
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Gab3 MSGNPDVLEYYRNKHSNKPIRVIDLSECTVWKHAGPGFIR 
Gab2 MSGDPDVLEYYKNEHSKKPLRI INLNLCEQVD- AGLTFNK 
Gabl LTGDPDVLEYYKNDHAKKPIRIIDLNLCQQVD-AGLTFNK' 
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Gab3 KEFQKNFVFIVKTTSRTFYLVAKTEEEMQVWVHSISQVCN 117 
Gab2 KELQDSFVFDIKTSERTFYLVAETEADMNKWVQSICQICG 119 
Gabl KEFENSYIFDINTIDRIFYLVADSEEDM3S0CWVRCICDICG 116 
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Figure 1 B and C 



